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Figure 1: Clustered Heatmap of patients (color coded along top x-axis by stage, see legend) for all measured immunophenotypical
features measured in the cohort. As indicated, several clear subcategories emerge, representing a spectrum from highly active
immune response (green dashed outlines) and immunosuppressive response (red dashed outlines)

Figure 2: Correlogram depicting correlational trends between interacting subtypes of immune cells within the tumor
immune microenvironment measured within the cohort. Several distinct relationships were detected, highlighted in red
outlines on the figure.

Figure 3A: Rank-order of feature-importance measured via the
F-test illustrating features most significant to accounting for
differences between stages of patients within the cohort.

Figure 4: An illustration of the immune microenvironment response within the tumor (bottom left), which shows how tumor cells are eliminated at first by immune cells, then go into equilibrium with the immune system, and finally 
escape the immune system altogether. The dendrogram (top left) shows how the patients fit this pattern, and the clustered heatmap (right) further shows this  by highlighting features prevalent at each  of the stages in the immune 
microenvironment response.

Figure 3B (above): Factor loadings map (left) and plot depicting 1st and 2nd principal component (right) calculated for each
sample within the cohort using selected immunophenotypical features depicted in Figure 3A colored by cancer stage at
diagnosis. Dotted ellipses depict 95% confidence interval for cancer stage.
Figure 3C (right): Principal component plot depicting same points as Figure 3B, colored by immunological stage determined
by immunophenotypical fingerprinting of cohort population.
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